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NGS Assays

Next-gen fusion and mutation detection for
hematological malignancies

Comprehensive and disease-specific NGS panels powered by Anchored Multiplex PCR
to detect known and novel fusions along with point mutations and relative expression levels
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FUSIONPIlex: pan-Heme Panel

Need a comprehensive panel?
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The FusionPlex Pan-Heme Panel contains the targets from all other FusionPlex blood cancer panels.

That's 199 genes of known relevance in leukemias and lymphomas.
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For research use only. Not for use in diagnostic procedures. Archer® and FusionPlex® are registered trademarks of ArcherDX, Inc. in Boulder Colorado.
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