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BRAF V600E 10.5% 12.3% 55,457x
KIT D816V 10.0% 10.3% 5,463x
EGFR NE746-A750 2.0% 2.1% 3,6563x
EGFR L858R 3.0% 4.1% 1,761x
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EGFR G719S 24.5% 25.6% 41,806x
KRAS G13D 15.0% 15.3% 6,745x
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NRAS Q61K 12.5% 11.2% 13,154x
PIK3CA H1047R 17.5% 18.8% 21,622x
PIK3CA E545K 9.0% 7.8% 13,250x
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MiniSeq 25 AT TruSight Tumor 15 ¥—4 > ZJ\R)V7Z(E
AIE 95% LU EDIREN 500X ML ETHIN—ENBcsh, B
HEOFWUPZVRI—)ILT—=FHEoNEd (F1). NIk
D, 1% DINUFP UhERETHTENTBEICHEDET (F2),
TruSight Tumor 15 ¥—%4 > Z)XR)LZEEDT MiniSeq A7
LTV RETDICEICEKD, BREED FFPE UV TS
DEFITFEY VTR TERERE T DIENTEFT (RI).
EHBIS. MiniSeq Y AT LATEHUIET —HIE. HHDUDE4E
I3 UTc FFPE Y2 7)b&E 100% D—E7ZRL LK T,

FLH

MiniSeq A7 LA TlF. DADY—Tvhy—o VR THIGU.
BEOPTL. ORANIERDORBWVEIENLY — )L <FIATD
CEDTEFXT, NITKD. BiREEEMERMERZLDEF
ICEAN, QLRICTOTFAUYTTHENAREICHEDE T,
EMRICEDBEESN IV T VY EEHUERLTARS A VIC
WO THRRESNICA IV T DEREDD VA VU—XDHH5
BATHIATSCED. Feld AI=F DU AT T4 2D
PR—KT. BRRIFDARY LRIV ZRFETDEDHTEE
T MiniSeq Y AT AlICKD, SIROBEZB DT, Sanger/
CE V=T VAW PCRR—=ADI T/ FAEVITDRIERIE
EICHA KOOXNENRIEND, SOISRREY—2V TS50
KT, £DDEDHE[Y >V TILTH, HAICEET DI FTIFL
ZALERANDENTEF T,

SHHHERR
BADE =T —T VR T D ICDERL TS !
jp.illumina.com/tumorprofiling ZT&<LEE L,
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VAT L

MiniSeq System

MiniSeq High Output Kit (75 Cycles)
MiniSeq High Output Kit (150 Cycles)
MiniSeq High Output Kit (300 Cycles)
MiniSeq Mid Output Kit (300 Cycles)
TruSight Tumor 15

TruSight Tumor 15 (24 samples)
TruSight RNA Pan-Cancer

TruSight RNA Pan-Cancer Panel Set A
TruSight RNA Pan-Cancer Panel Set B
TruSight Myeloid

TruSight Myeloid Sequencing Panel
(96 samples)

TruSeq Custom Amplicon Index Kit
TruSeq Index Plate Fixture and Collar Kit
TruSeq Custom Amplicon Filter Plate
TruSeq Custom Amplicon Low Input

TruSeq Custom Amplicon Low Input Kit
(96 samples)

TruSeq Custom Amplicon Low Input Kit
(16 samples)

TruSeq FFPE DNA Library Prep QC Kit
TruSeq Custom Amplicon Index Kit

HhyOIES

SVY-420-1001
FC-420-1001
FC-420-1002
FC-420-1003
FC-420-1004

OP-101-1002

RS-303-1002
RS-303-1003

FC-130-1010

FC-130-1003
FC-130-1007
FC-130-1006

FC-134-2001

FC-134-2002

FC-121-9999
FC-130-1003
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