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MiniSeq System

Fubh#

MiniSeq High Output Kit (75 Cycles)

MiniSeq High Output Kit (150 Cycles)
MiniSeq High Output Kit (300 Cycles)
MiniSeq Mid Output Kit (300 Cycles)

HRY Ligfa+vb

Nextera® Rapid Capture Custom Kits
(48 samples)

Nextera® Rapid Capture Custom Kits
(96 samples)

Nextera® Rapid Capture Custom Kits
(288 samples)

77U DNA ARY LINRIL
TruSeq Custom Amplicon v1.5 (96 samples)

TruSeq Custom Amplicon Low Input
(96 samples)

TruSeq Custom Amplicon Low Input
(16 samples)

TruSeq FFPE DNA Library Prep QC Kit

TruSeq Custom Amplicon Index Kit
(96 indexes, 384 samples)

TruSeq Index Plate Fixture Kit

TruSeq Index Plate Fixture and Collar Kit
(2 each)

TruSight =E/ RV

TruSight One (9 samples)
TruSight One (36 samples)
TruSight Cardio (12 samples)
TruSight Cardio (48 samples)

TruSight Inherited Disease Panel
(4 enrichments)

77U DNA )\
TruSight Tumor 15 (24 samples)

TruSight Myeloid Sequencing Panel
(96 samples)

TruSight Cancer Panel (4 enrichments)

TruSeq Amplicon Cancer Panel (96 samples)

HyOIES
SY-420-1001

FC-420-1001
FC-420-1002
FC-420-1003
FC-420-1004

FC-140-1007

FC-140-1008

FC-140-1009

FC-130-1001

FC-134-2001

FC-134-2002
FC-121-9999
FC-130-1003
FC-130-1005

FC-130-1007

FC-141-1006
FC-141-1007
FC-141-1010
FC-141-1011

FC-121-0205

OP-101-1002
FC-130-1010

FC-121-0202
FC-130-1008
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