Prepare Library | Sequence | Analyze Data

iHHumina

BaseSpace™ Sequence Hub C®D
DRAGEN™ I\ 70514~

BER(CER DT DM —RAIRIE COSBEN DEdRIF X E#T

HE

o SHEEDDOEERIT
BVETRECISREICKIST. 30x A/\LyIDEER
7/ &) 35 BT Feld 100x AN\LyIDETIY—
L7Z# 8 53 CHEMfT

o YYIWIEED—o 70—
= —Y T Lh5EHR BaseSpace Sequence
Hub [ETF—#%%ZEmxL. EEIEoUvIER{ET DRAGEN
BRITINA TS5A 7%= Rh

o (EORANCTHRERAIGEF TS YT+ — L
OSIRETRIEL. 77 YVROUY—RZFERLT
JZZERIMEL. STHROZ—X(THR

e RETIAVISAT VNSEIE
HIPAA & *. 1SO 27001 8&U ISO 13485 DERE

ZESL. MIUCEESNS EF1UT 1 T7—ARD
TSYhTF—LICLDT —FHEEEDIREE

[FUHIC

4 JL=7D DRAGEN (Dynamic Read Analysis for GENomics)
Bio-IT Platform (x> —o > (NGS) T—5DEEED
DBERF XM ZRIBUE T, DRAGEN TSvhTH—LA
[F BEICEZDEF2UTA T7—ADAI)L=FDoZ IRy
Ea1—F4 207 —5EBTIvNT+— L TH D BaseSpace
Sequencing Hub Z#ZFAUCISORCHIATHENTEET,
DRAGEN 72wk 77— LAD1EHES & AE —R7%Z BaseSpace
Sequence Hub DI—Y—TUVRU—TgA 25 —T1—AER
MEETIVISHRET DT EICKOT. FRLELNILDINAF A
72‘7?471@??%3&7&%‘351 B —DRIDEENTY — )72

EAL. Y—r Y ARBRDSBEEAR AT HTEN AR
it
SREN DERENT

DRAGEN 72Yh T4 —AlF)I\A P ABROZDMDITS—Y—
RZEHBRI DL DBETSN LD, EIEEFERIMESNE
I, 2017 F D Precision FDA Hidden Treasures-Warm Up
Challenge T. DRAGEN 72wvhT7x—Ald. £ 50/\U7k
ZEERHMUIC T DV Tr— LR, 25/ L)\UPRO—)UICDL
T 6 DDBEAEDDS 5 DTHRODEVADPEEEFLFELE
FBEICIMA. DRAGEN To5vhTx—Ald. BEROTXENT
ZOJREICLE T, DRAGEN T7S5vhTI#—LZFERUIZ2 DD
B4 DRSO &/ LERATIC B FDeREe iR 2 EDF LIz %
COFEBELSNIMREE. BCLE, YwE>YT . PSAXUN,

V=T4VJ, FaTUT—bY—F2J, BXU/N\TOSA TN
U7V I—=)VIEEDIBLWT S/ LTV U1 —2 3V [CHATE
F9. DRAGEN T75vhT#— ADERNKFHICKD. FFEIC
RVEERRE., BE. BLUOBREEDT —FREDT ) LfE
HICBITDHBUICEREICHLLE T,

TFEFE DRAGEN /U1 TS A1 > H BaseSpace Sequence
Hub TIREFMEAIEETHD. TI/V—LA. /L RNA, BK
UXFIULIRE, BRODY—T VA7 TV —avzEdiR—iu
TWET (R 1), BID) A TZA 22UV =T 3V ER
BICUU—=ZENET, A1 TSADE2URNIDWVTIE.
www.illumina.com/DRAGEN ([C77 AL TLIEEW,

% 1: BaseSpace Sequence Hub +TIRIEFIAATEE
DRAGEN /\1 7514~

Pipeline Application

End-to-end (BCL — VCF) NGS analysis, including
advanced error model calibration for increased

accuracy, and repeat expansion detection and

genotyping through lllumina Expansion Hunter

Somatic variant detection in tumor samples,

DRAGEN Germline
Pipeline

DRAGEN Somatic

Pipeline includes tumor-only and tumor—-normal modes
DRAGEN RNA-Seq Rapid alignment and splice junction mapping,
Pipeline quantification, and fusion detection

DRAGEN Joint Joint variant calling across multiple genomes and
Genotyping/ scales to thousands of samples at expedited

Population Pipeline  speeds with uncompromising accuracy
Ultra-rapid analysis of whole-genome and

DRAGEN targeted bisulfite DNA sequence data; compatible

Methylation Pipeline  with lllumina TruSeq ™ DNA Methylation and
TruSeq Methyl Capture library prep kits

DRAGEN Reference Uses FASTA files to build the proprietary

reference used by the DRAGEN apps
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